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Unfolding of apo-CP43 Induced by Guanidine Hydrochloride
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Agiwet  The stability of apo-CP43 induced by guanidine hydrochloride was studied by using tryptophan fluorescence
spectroscopy and extrinsic ANS fluorescence spectroscopy. The main characteristics of the unfolding process in the case
of guanidine hydrochloride monitored by tryptophan fluorescence were that the fluorescence intensity initially gradually
decreased, and then increased, however, the maximum emission wavelength continually red-shifted. The Fig ,m/Fiss om Was
increased gradually under the guanidine hydrochloride, indicated that the maximum emission wavelength red-shifted. The
fraction unfolding was in relatively stable state when the guanidine hydrochloride concentration in denaturation solution was
about 5.5 mol/L, suggested that the unfolding of the apo-CP43 completed. The result of the phase diagrams indicated that the
denaturation process of apo-CP43 induced by guanidine hydrochloride was consistent with typical three-state model. It was
also revealed that ANS fluorescence decreased after guanidine hydrochloride treatment. This study suggested that apo-CP43
was a relative stability protein under guanidine hydrochloride. Fig 6, Ref 18
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concentration of GdnHCl
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